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28 
29 
31 
32 
33 
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37, 
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Input Set : A:\sequence listing.txt 
Output Set: N:\CRF3\02262002\I856371A,raw 

<110> APPLICANT: UEMURA, Hidetoshi 

OKUI, Akira 

KOMINAMI, Katsuya 

YAMAGUCHI, Nozomi 

MITSUI, Shinichi 
<120> TITLE OF INVENTION: NOVEL SERINE PROTEASE BSSP2 
<130> FILE REFERENCE: UEMURA=7 

<140> CURRENT APPLICATION NUMBER: 09/856, 371A 
<141> CURRENT FILING DATE: 1999-11-19 

<150> PRIOR APPLICATION NUMBER: JP 10/347785 

<151> PRIOR PILING DATE: 1998-11-20 

<l-50> PRIOR APPLICATION NUMBER: PCT/JP99/06475 

<151> PRIOR FILING DATE: 1999-11-19 

<16 0> NUMBER OF SEQ ID.NOS: 44 

<170> SOFTWARE: Patentin version 3.1 

<210> SEQ ID NO: 1 

<211> LENGTH: 717 

<212> TYPE: DNA 

<213> ORGANISM: Mus sp. 

<220> FEATURE: 

<221> NAME/KEY: CDS 

<222> LOCATION: (1)..(717) 

<22 3> OTHER INFORMATION: 

<4 00> SEQUENCE: 1 

ata gtt ggc ggc caa get gtg get tct ggg cgc tgg cca tgg 
He Val Gly Gly Gin Ala Val Ala Ser Gly Arg Trp Pro Trp 
15 10 

age gtg atg ctt gge tee egg cac aeg tgt ggg gee tet gtg 
Ser Val Met Leu Gly Ser Arg His Thr Cys Gly Ala Ser Val 

20 25 30 

eca cac tgg gta gtg act get gee cac tgc atg tae agt tte 
Pro His Trp Val Val Thr Ala Ala His Cys Met Tyr Ser Phe 

35 40 45 

tec ege eta tee age tgg egg gtt eat gea ggg etg gte age 
Ser Arg Leu Ser Ser Trp Arg Val His Ala Gly Leu Val Ser 

50 55 60 

get gte ega eaa eae eag gga act atg gtg gag aag ate att 
Ala Val Arg Gin His Gin Gly Thr Met Val Glu Lys He He 
65 70 75 

cet ttg tae agt gee eag aae eat gac tat gat gtg get etg 
Pro Leu Tyr Ser Ala Gin Asn His Asp Tyr Asp Val Ala Leu 

85 90 
etc egg aea eea ate aae tte tea gae aec gtg gac get gtg 




eaa get 
Gin Ala 
15 

ttg gea 
Leu Ala 

agg etg 
Arg Leu 

eat ggt 
His Gly 

cet cat 
Pro His 
80 

etg eag 
Leu Gin 
95 

tgc ttg 



48 



96 



144 



192 



240 



288 



336 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/856 , 371A 



DATE: 02/26/2002 
TIME: 09:28:41 



Input Set : A:\sequence listing.txt 
Output Set: N:\CRF3\02262002\I856371A.raw 



63 Leu Arg Thr Pro He Asn Phe Ser Asp Thr Val Asp Ala Val Cys Leu 

64 100 105 110 

66 ccg gcc aag gag cag tac ttt cca tgg ggg teg cag tgc tgg gtg tct 384 

6 7 Pro Ala Lys Glu Gin Tyr Phe Pro Trp Gly Ser Gin Cys Trp Val Ser 
68 115 120 125 

70 ggc tgg ggc cac acc gac ccc age cat act cat age tea gat aea ctg 4 32 

71 Gly Trp Gly His Thr Asp- Pro Ser His Thr His Ser Ser Asp Thr Leu 

72 130 135 140 

74 cag gac aea atg gta ccc etg etc age acc cac etc tge aac age tea 480 

7 5 Gin Asp Thr Met Val Pro Leu Leu Ser Thr His Leu Cys Asn Ser Ser 
76 145 150 155 160 

78 tgc atg tac agt ggg gca ctt aca cac cge atg ttg tgt get ggc tac 528 

79 Cys Met Tyr Ser Gly Ala Leu Thr His Arg Met Leu Cys Ala Gly Tyr 

80 165 170 175 

82 ctg gat gga agg gca gac gea tge cag gga gac age ggg gga ccc etg 576 

83 Leu Asp Gly Arg Ala Asp Ala Cys Gin Gly Asp Ser Gly Gly Pro Leu 

84 180 185 190 

86 gta tgt ccc agt ggt gac acg tgg cac ctt gta ggg gtg gtc age tgg 624 

87 Val Cys Pro Ser Gly Asp Thr Trp His Leu Val Gly Val Val Ser Trp 

88 195 200 205 

90 ggt cgt ggc tgt gca gag ccc aat cge eca ggt gtc tat gee aag gta 672 

91 Gly Arg Gly Cys Ala Glu Pro Asn Arg Pro Gly Val Tyr Ala Lys Val 

92 210 215 220 

94 gea gag ttc etg gac tgg ate eat gac act gtg cag gtc cge tag 717 

95 Ala Glu Phe Leu Asp Trp He His Asp Thr Val Gin Val Arg 

96 225 230 235 

99 <210> SEQ ID NO: 2 

100 <211> LENGTH: 238 

101 <212> TYPE: PRT 

102 <213> ORGANISM: Mus sp . 
104 <400> SEQUENCE: 2 

106 He Val Gly Gly Gin Ala Val Ala Ser Gly Arg Trp Pro Trp Gin Ala 

107 15 10 15 

110 Ser Val Met Leu Gly Ser Arg His Thr Cys Gly Ala Ser Val Leu Ala 

111 20 25 30 

114 Pro His Trp Val Val Thr Ala Ala His Cys Met Tyr Ser Phe Arg Leu 

115 35 40 45 

118 Ser Arg Leu Ser Ser Trp Arg Val His Ala Gly Leu Val Ser His Gly 

119 50 55 60 

122 Ala Val Arg Gin His Gin Gly Thr Met Val Glu Lys He He Pro His 

123 65 70 75 80 

126 Pro Leu Tyr Ser Ala Gin Asn His Asp Tyr Asp Val Ala Leu Leu Gin 

127 85 90 95 

130 Leu Arg Thr Pro He Asn Phe Ser Asp Thr Val Asp Ala Val Cys Leu 

131 100 105 110 

134 Pro Ala Lys Glu Gin Tyr Phe Pro Trp Gly Ser Gin Cys Trp Val Ser 

135 115 120 125 

138 Gly Trp Gly His Thr Asp Pro Ser His Thr His Ser Ser Asp Thr Leu 

139 130 135 140 
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RAW SEQUENCE LISTING DATE: 02/26/2002 

PATENT APPLICATION: US/09/856 , 3 71A TIME: 09:28:41 



Input Set : A:\sequence listing.txt. 
Output Set: N:\CRF3\02262002\I856371A.raw 



142 


Gin 


Asp 


X IIX 


Met 


V Ct X 


■p r* 

irX <J 


T 11 Toil 
-1-1 C la XjC kJL 


OCX 


T" V» T* 
X IIX 


nxs 


Leu 


Cys 


Asn 


Ser 


Ser 




143 


145 










1 SO 

X ^ w 








1 SS 
X 










1 fiO 
X D U 




J. *T D 


Cys 


Met 


Tyr 


Ser 


Gly 


M.X a 


Toil T* T* 


rixs 


Arg 


Me L. 


Leu 


Cys 


Ala 

Axa 




Tyr 




14 7 










165 








1 70 
X / u 










T 7 c: 
X / O 






1 SO 


Leu 


Asp 


Gly 


Arg 


Ala 


Asp 


Ala Cys 






Asp 


Ser 


j.y 




Pro 


Leu 




151 








180 








X O 










1 QO 








154 


Val 


Cys 


Pro 


Ser 


Gly 


Asp 


Thr Trp 


His 


Leu 


V Cl X 


Vj X 


V d X 


V ct X 


c ^ >- 
OCX 






JL <J ^ 






195 


















9 n R 

z u o 










J. J O 


Gly 


Arg 


Gly 


Cys 


Ala 


Glu 


D y Rot** 


Arg 


Pro 




vax 


Tyr 


Axa 


Lys 


vax 




J. J _? 




210 










Z X O 








0 0 n 












162 


Ala 


Glu 


Phe 


Leu 


Asp 


Trp 


He His 


Asp 


Thr 


Val 


Gin 


V Cl X 


Arg 








_L U O 


225 










230 








9 

Z 0 D 














X D D 


<210> SEQ ID NO 


: 3 
























167 


<211> LENGTH: 1685 
























168 


<212> TYPE: 


DNA 


























169 


<213> ORGANISM: 


Mus 


sp. 






















171 


<22 0> FEATURE: 


























172 


<221> NAME/KEY: 


CDS 
























173 


<222> LOCATION: 


(247) . . 


(1065) 




















174 


<223> OTHER 


INFORMATION 






















1 77 


<22 0> FEATURE: 


























178 


<221> NAME/KEY: 


mat_peptide 




















179 


<222> LOCATION: 


(352) . . 


() 




















J. o u 


<22 3> OTHER 


INFORMATION 






















183 


<4 00> SEQUENCE: 


3 
























184 


ctcacatgta tctttcagaa taaatggaga ggatcttctg 


cttcaagtae aagtaagage 


0 


1 Rfi 

X o o 


tcggccagac tggctcctgg tatgccatga gggccggagc 


ccagccctgg geatgeacat 


ion 
X z u 


188 


ctgcaagagt cttgggcata tcaggcttac tcaacacaag 


geegtgaate tgtetgaeat 


X O w 


190 


caagctcaac agatcccagg agtttgctca actctctgct 


agacegggag geettgtaga 


0 A n 

Z *i VJ 


X 27 ^ 


ggaggc atg gaa gcc cag gta ggg ctt ctg tgg gtt age get aac tgt 


O Q fl 
ZOO 


193 




Met Glu Ala Gin Val Gly Leu Leu Trp Val Ser Ala Asn Cys 




X -3 *± 






-35 








-30 










-25 










1 Qfi 
X 27 D 


cct 


tct 


ggc 


cga 


att 


gtt 


tct etc 


aaa 


tgt 


tct 


gag 


tgt 


ggg 


gca 


agg 


O J D 


197 


Pro 


Ser 


Gly 


Arg 


He 


Val 


Ser Leu 


Lys 


Cys 


Ser 


Glu 


Cys 


Gly 


Ala 


Arg 




198 




-20 










-15 








-10 












^ W VJ 


cct 


ctg 


get 


tct 


cga 


ata 


gtt ggc 


ggc 


caa 


get 


gtg 


get 


tct 


ggg 


cgc 


O o4 


201 


Pro 


Leu 


Ala 


Ser 


Arg 


He 


Val Gly 


Gly 


Gin 


Ala 


Val 


Ala 


Ser 


Gly 


Arg 




202 


-5 








-1 


1 






5 










10 






204 


tgg 


cca 


tgg 


caa 


get 


age 


gtg atg 


ctt 


ggc 


tec 


egg 


cac 


acg 


tgt 


ggg 


432 


205 


Trp 


Pro 


Trp 


Gin 


Ala 


Ser 


Val Met 


Leu 


Gly 


Ser 


Arg 


His 


Thr 


Cys 


Gly 




206 








15 








20 










25 








208 


gcc 


tct 


gtg 


ttg 


gea 


cca 


cac tgg 


gta 


gtg 


act 


get 


gee 


cac 


tgc 


atg 


480 


209 


Ala 


Ser 


Val 


Leu 


Ala 


Pro 


His Trp 


Val 


Val 


Thr 


Ala 


Ala 


His 


Cys 


Met 




210 






30 








35 










40 










212 


tac 


agt 


ttc 


agg 


ctg 


tec 


cgc eta 


tec 


age 


tgg 


egg 


gtt 


cat 


gca 


ggg 


528 


213 


Tyr 


Ser 


Phe 


Arg 


Leu 


Ser 


Arg Leu 


Ser 


Ser 


Trp 


Arg 


val 


His 


Ala 


Gly 




214 




45 










50 








55 












216 


ctg 


gtc 


age 


cat 


ggt 


get 


gtc cga 


caa 


cac 


cag 


gga 


act 


atg 


gtg 


gag 


576 


217 


Leu 


Val 


Ser 


His 


Gly 


Ala 


Val Arg 


Gin 


His 


Gin 


Gly 


Thr 


Met 


Val 


Glu 
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RAW SEQUENCE LISTING DATE: 02/26/2002 

PATENT APPLICATION: US/09/856 , 371A TIME: 09:28:41 

Input Set : A:\sequence listing .txt 
Output Set: N:\CRF3\02262002\I856371A.raw 

218 60 65 70 75 

220 aag ate att cct cat cct ttg tac agt gcc cag aac cat gac tat gat 624 

221 Lys lie lie Pro His Pro Leu Tyr Ser Ala Gin Asn His Asp Tyr Asp 

222 80 85 90 

224 gtg get ctg ctg cag etc egg aea cea ate aac ttc tea gac ace gtg 672 

225 Val Ala Leu Leu Gin Leu Arg Thr Pro lie Asn Phe Ser Asp Thr Val 
■226 95 100 105 

228 gac get gtg tgc ttg ccg gcc aag gag cag tac 'ttt cca tgg ggg teg 720 

229 Asp Ala Val Cys Leu Pro Ala Lys Glu Gin Tyr Phe Pro Trp Gly Ser 

230 110 115 120 

232 cag tgc tgg gtg tet ggc tgg gge eac acc gac ccc age cat act cat 768 

233 Gin Cys Trp Val Ser Gly Trp Gly His Thr Asp Pro Ser His Thr His 

234 125 130 135 

236 age tea gat aea ctg cag gac aea atg gta ccc ctg etc age acc eac 816 

237 Ser Ser Asp Thr Leu Gin Asp Thr Met Val Pro Leu Leu Ser Thr His 

238 140 145 150 155 

240 etc tgc aac age tea tgc atg tac agt ggg gca ctt aea eac cgc atg 864 

241 Leu Cys Asn Ser Ser Cys Met Tyr Ser Gly Ala Leu Thr His Arg Met 

242 160 165 170 

244 ttg tgt get gge tac ctg gat gga agg gca gac gca tgc cag gga gac 912 

245 Leu Cys Ala Gly Tyr Leu Asp Gly Arg Ala Asp Ala Cys Gin Gly Asp 

246 175 180 185 

248 age ggg gga ccc ctg gta tgt ccc agt ggt gac acg tgg eac ctt gta 960 
24 9 Ser Gly Gly Pro Leu Val Cys Pro Ser Gly Asp Thr Trp His Leu Val 
250 190 195 200 

252 ggg gtg gtc age tgg ggt cgt ggc tgt gca gag ccc aat cgc cca ggt 1008 
2 53 Gly Val Val Ser Trp Gly Arg Gly Cys Ala Glu Pro Asn Arg Pro Gly 
254 205 210' 215 

256 gtc tat gee aag gta gca gag ttc ctg gac tgg ate cat gac act gtg 1056 
2 57 Val Tyr Ala Lys Val Ala Glu Phe Leu Asp Trp lie His Asp Thr Val 
258 220 225 230 235 

260 cag gtc cgc tagecgaaga ageagcagea geeaeetgtg acgeegagct 1105 

261 Gin Val Arg 

264 gtggategec eatggatcae eccagtctgg gggeeagcat ctgggteact gggectctee 1165 
266 ccaaaggetc tgacttcgag ttcatctttc teatetgaga acctccaeaa caggaaaagg 1225 
268 agtctgcggc tagattggga atgatggtga gaggaaggga taggaggaea gaagagacag 1285 
270 cagaggettc tggaageatc tgggagactg etcctetgct ceccccacac cecaegtgea 1345 
2 72 teeactgggg gatgetggag atgeceaate ettgtttctt gtgggg.ecac tggaaggeta 14 05 
274 agtccaactt tagaggatgc cctgtctcga gagttactag geagataagg ttaaggttgg 1465 
276 acaagcteag gtaaaggeae ggaagtcaag atcccctctc ccccgtgcgg tcctgttctg 1525 
278 aggtaagcta atagccecgc aceaggeaga ggtctacagg gtaagaagga tgeagttggg 1585 
280 ctacacgacg ctatttttca aatgatgttt etgtaaattg gttgagagag ttttgttatt 164 5 
282 aaaeagaaat tatgtataaa aaaaaaaaaa aaaaaaaaaa 1685 

285 <210> SEQ ID NO : 4 

286 <211> LENGTH: 273 

287 <212> TYPE: PRT 

288 <213> ORGANISM: Mus sp . 
290 <400> SEQUENCE: 4 

2 92 Met Glu Ala Gin Val Gly Leu Leu Trp Val Ser Ala Asn Cys Pro Ser 
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RAW SEQUENCE LISTING DATE: 02/26/2002 

PATENT APPLICATION: US/09/856 , 371A TIME: 09:28:41 



Input Set : A:\sequence listing.txt 
Output Set: N:\CRF3\02262002\I856371A, raw 



293 


-35 




- 30 




















- 9 0 


296 


Glv Ara Tie Val 


Ser 


Leu 


Lys 


^2 o 


Q (=i 7- 

OCX 


<Zl 11 
VjrX 14 


y 0 


vjx y 


Ala 
AXd 


Arg 


Pro 


Leu 


297 




-15 










- 1 0 

X \J 














300 


A 1 ;^ 9f»t* Ara T^t^ 


Val 


Gly 


VJX 


VjX li 


Ala 

nX d 


Va 1 
V d X 


Ala 

r\Xd 


Ser 


vaXy 


Arg 


Trp 


Pro 


301 


-1 1 


















1 0 
X \J 








304 


xx^ v7Xii nxci OCX 


Va 1 

V CI X 


M*at 


XjC lx 


vjx y 


Qo T 
OCX 


Arg 


nxo 


X ilx 


Cys 


Vjxy 


a 1 a 
A.Xd 


Ser 


305 


15 






20 




















308 


V a. X XlCLX AXCL f X 


His 


T" TO 

±rp 


Va T 
V d X 


Va 1 
V d X 


rp V-, f- 

X IIX 


Ala 
rvX d 


Ala 

n.X d 


nx 0 


Cys 




m 

Tyr 


Ser 


309 


30 


























312 


PVi^ Attt T.^n Qot* 

IrllC nX ^ XJCL4. OCX 


A T~ (T 

/\rg 


J-lC u. 


Q cj T 
OCX 


Q C3 -K~ 
OCX 


irp 


Arg 


Va 1 
V dX 


Hi 0 

nxs 


Ala 
A.Xd 


(jxy 


Leu 


vax 


313 




50 




















0 




316 


Ser His Glv Ala 


Val 


A TfT 

AX y 


Gin 


Hi Q 
nxo 


m n 

X 11 


vjx y 


X IIX 


ruc u 


Va 1 
V d X 


r* 1 n 

VjX u. 


Lys 


Tl ^ 
X xc 


317 












70 










7 R 






■J 


xxc IT X (J nxo Jtr X 


Leu 


lyr 


Q O T 

OCX 


Ala 


vjxn 


Asn 


nxs 


Asp 


Tyr 


Asp 


vax 


Aia 


321 


80 








ft S 










QO 








J ^ *z 


^1 Tl Toil 


Arg 


Tiir 


Pro 


X ±e 


Asn 


irne 


Ser 


Asp 


Thr 


vax 


Asp 


Ala 

Ala 


325 


95 






100 










10s 

X VJ J 










?9 ft 
J ^ o 


\7a 1 r^\TC T.on Pt*/^ 
vdx v_y o Xjcu, irx t-J 


Al a 
r\X a 


Lys 


u 


Gin 


Tyr 


jrne 


Pro 


Trp 


(jxy 


Ser 


vjxn 


Cys 


329 


110 




115 










1 90 

X ^ w 










X z 0 


J ~j ^ 


xx^ vdx OCX vjxy 


irp 




rixs 


Thr 


Asp 


Pro 


Ser 


nXS 


Thr 


nxS 


Ser 


Ser 


333 




1 '^n 

J. J \J 










X 0 ^ 










X ft u 




336 


Act* "PItt" T.^n CZl n 
r\i>yf XliX XiCu VjtXII 


Asp 


X llX 


iTlc L. 


Val 


Pro 


Leu 


Leu 


Ser 


1 nr 


Ui G 
llXS 


Leu 


Cys 


337 


14 5 










150 










X o o 








rioll OCX OCX y 


ne u 


m 

Tyr 


Ser 


Gly 


Ala 


Leu 


Tnr 


nxS 


Arg 


Me L. 


Leu 


Cys 


J _L 


160 








165 










1 T n 
X / V 








O *± *r 


Ala Gly Tyr Leu 


Asp 


oxy 


Arg 


Ala 


Asp 


Ala 

Axa 


Cys 


(jxn 


vjxy 


Asp 


Ser 


Cjiy 


J *± J 


175 






1 ft n 
± o u 










X 0 D 










A ft 

J *i O 


Gly Pro Leu Val 


Cys 


Pro 


Ser 


Gly Asp 


Thr 


Trp 


nlS 


Leu 


Val 


Gly 


Val 


34 9 


190 




X -7 J 




















one; 
z u 0 


J ^ z 


Val Ser Trp Gly 


Arg 


Gly 


Cys 


Ala 


Glu 


Pro 


Asn 


Arg 


Pro 


Gly 


val 


Tyr 


J O J 




210 




















^ ^ U 




J O D 


Ala Lys Val Ala 


Glu 


Phe 


Leu 


Asp 


Trp 


iie 


His 


Asp 


Thr 


Val 


Gin 


Val 


357 


225 










230 










zoo 






n 

J D U 


Arg 


























A 


<210> SEQ ID NO: 


5 
























J o ^ 


<211> LENGTH: 2068 
























366 


<212> TYPE: DNA 


























367 


<213> ORGANISM: 


Mus 


sp. 






















369 


<22 0> FEATURE: 


























370 


<221> NAME/KEY: 


CDS 
























371 


<222> LOCATION: 


(516) . . (1448) 


















372 


<223> OTHER INFORMATION: 






















375 


<22 0> FEATURE: 


























376 


<221> NAME/KEY: 


mat_peptide 




















377 


<222> LOCATION: 


(735). .() 




















378 


<22 3> OTHER INFORMATION: 






















381 


<4 00> SEQUENCE: 


5 
























382 


ctggctgggc tgttgaatca atcccgacat 


gaggacagga 


gcctcaccct gcccagcaga 


384 


acttactgcc ttatatcagt gcagctgact 


catatgagtc 


caacactgga tgaccaaagc 



Use of n and / or Xaa has been detected in the 
Sequence Listing. Review the Sequence Listing 
to ensure a corresponding explanation is present 
in the <220> to <223> fields of each sequence 
using n or Xaa. 
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VERIFICATION SUMMARY DATE: 02/26/2002 

PATENT APPLICATION: US/09/856 , 371A TIME: 09:28:42 



Input Set : A:\sequence listing.txt 
Output Set: N:\CRF3\02262002\I856371A.raw 

L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:1359 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:20 
L:1389 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:21 
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